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Big data challenges in the Life Sciences

Archaeomics
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Interactomics

» As technological advances lead to the generation of more omics
data, scientists are facing a new challenge in making sense of it all.

* New tools are needed that can meet this challenge to enable
researchers to generate actionable hypothesis from their data.
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Functional Analysis of Targets:
What pathways are my targets involved in?

What is downstream from my targets?

Drug target networks
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« Gene-disease associationD|BIRZE KNIFIC 7Y T5— ~

2018 Q4

188,829 unique gene-disease
associations from 94,865 articles

2019 Q1

220,845 unique gene-disease
associations from 121,210 articles

9,422 Diseases, based on MESH+OMIM

Diseases
linked to
Genes
Diseases NOT 34%
linked to
Genes
66%

21,440 genes are linked to 3,240 diseases

+ RNA-protein interactiondD|BFIRMN =5 (CFTE

Non-coding Total amount of
RNAs interactions
interactions

microRNA 170,730
Other types of 9,205

non-coding RNAs

non-coding RNAs

Non-coding Total amount of
RNAs interactions
interactions

microRNA 409,720
Other types of 9,477
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Unique Content
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* MetaCore Quick Guide Series (Quick Guide 1-11§&AR) (201858 524:T) [PDF]
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* Quick Guide 3 : EEDEFE [PDF]
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